
Faculty Details 
Name: Prof. Vaibhav Vindal 
Mail: vaibhav@uohyd.ac.in 
Contact: 91-40-23134589 
Area Of Research:Computational Functional Genomics 
 
Faculty Details 
No Records Available 
Notice Board 
No Records Available 
 
Students And Project Trainees 
No Records Available 
 
Publications 
24 Potshangbam, Angamba Meetei., Polavarapu, Raja., Rathore, Ravindranath Singh., 
Naresh, Damuka., Prabhu, Nagu Prakash., Potshangbam, Nongdam., Kumar, Pravind., Vindal, 
Vaibhav., (2019) , Med PS erver: A database for identification of therapeutic targets and novel 
leads pertaining to natural products , Chemical biology & drug design, ,93,4,438-446. 
23 Bharne, Dhammapal., Kant, Praveen., Vindal, Vaibhav., (2019) , maGUI: A Graphical 
User Interface for Analysis and Annotation of DNA Microarray Data , The Open Bioinformatics 
Journal, ,12,1,. 
22 Naresh, Damuka., Bharne, Dhammapal., Saikia, Paramananda., Vindal, Vaibhav., 
(2018) , Anthraquinone rich Cassia fistula pod extract induces IFIT1, antiviral protein , , 
NISCAIR-CSIR, India,,,. 
21 Meetei, Potshangbam Angamba., Rathore, RS., Prabhu, N Prakash., Vindal, Vaibhav., 
(2016) , Modeling of babesipain-1 and identification of natural and synthetic leads for bovine 
babesiosis drug development , Journal of molecular modeling, Springer,22,4,71. 
20 Meetei, Potshangbam Angamba., Rathore, R S., Prabhu, N Prakash., Vindal, Vaibhav., 
(2016) , In silico screening for identification of novel β-1, 3-glucan synthase inhibitors using 
pharmacophore and 3D-QSAR methodologies , Springerplus, Springer International 
Publishing,5,1,965. 
19 Yousuf, Suhail., Angara, Rajendra., Vindal, Vaibhav., Ranjan, Akash., (2015) , Rv0494 is 
a starvation-inducible, auto-regulatory FadR-like regulator from Mycobacterium tuberculosis , 
Microbiology, Microbiology Society,161,3,463-476. 
18 Polavarapu, Raja., Meetei, Potshangbam Angamba., Midha, Mohit., Bharne, 
Dhammapal., Vindal, Vaibhav., (2015) , ClosIndb: A resource for computationally derived 
information from clostridial genomes , Infection, Genetics and Evolution, Elsevier,33,,127-130. 
17 Meetei, Potshangbam Angamba., Hauser, Alexander S., Raju, Prathigadapa S., 
Rathore, RS., Prabhu, N Prakash., Vindal, Vaibhav., (2014) , Investigations and design of 
pyridine-2-carboxylic acid thiazol-2-ylamide analogs as methionine aminopeptidase inhibitors 
using 3D-QSAR and molecular docking , Medicinal Chemistry Research, Springer,23,8,3861-
3875. 
16 Prasad, Nirmal K., Kanakaveti, Vishnupriya., Eadlapalli, Siddhartha., Vadde, 



Ramakrishna., Meetei, Angamba Potshangbam., Vindal, Vaibhav., (2013) , Ligand-based 
pharmacophore modeling and virtual screening of RAD9 inhibitors , Journal of Chemistry, 
Hindawi,2013,,. 
15 Prasad, Nirmal K., Vindal, Vaibhav., (2013) , In silico analysis of mt 16S rRNA 
sequences of ocypodid crabs , International journal of bioinformatics research and applications, 
Inderscience Publishers Ltd,9,4,311-322. 
14 Prasad, Nirmal K., Vindal, Vaibhav., Narayana, Siva Lakshmi., Ramakrishna, V., Kunal, 
Swaraj Priyaranjan., Srinivas, M., (2012) , In silico analysis of Pycnoporus cinnabarinus laccase 
active site with toxic industrial dyes , Journal of molecular modeling, Springer,18,5,2013-2019. 
13 Midha, Mohit., Prasad, Nirmal K., Vindal, Vaibhav., (2012) , MycoRRdb: a database of 
computationally identified regulatory regions within intergenic sequences in mycobacterial 
genomes , PloS one, Public Library of Science,7,4,e36094. 
12 Meetei, Potshangbam Angamba., Singh, Pankaj., Nongdam, Potshangbam., Prabhu, N 
Prakash., Rathore, RS., Vindal, Vaibhav., (2012) , NeMedPlant: a database of therapeutic 
applications and chemical constituents of medicinal plants from north-east region of India , 
Bioinformation, Biomedical Informatics Publishing Group,8,4,209. 
11 Midha, Mohit., Polavarapu, Raja., Meetei, Potshangbam Angamba., Krishnan, Hari., 
Mohareer, Krishnaveni., Vindal, Vaibhav., (2012) , OrFin: A web tool for detection of putative 
orthologs. , Bioinformation, Biomedical Informatics Publishing Group,8,15,738-739. 
10 Prasad, Nirmal K., Vindal, Vaibhav., Kumar, Vikash., Kabra, Ashish., Phogat, Navneet., 
Kumar, Manoj., (2011) , Structural and docking studies of Leucaena leucocephala Cinnamoyl 
CoA reductase , Journal of molecular modeling, Springer,17,3,533-541. 
9 Phogat, Navneet., Vindal, Vaibhav., Kumar, Vikash., Inampudi, Krishna K., Prasad, 
Nirmal K., (2010) , Sequence analysis, in silico modeling and docking studies of Caffeoyl CoA-
O-methyltransferase of Populus trichopora , Journal of molecular modeling, Springer,16,9,1461-
1471. 
8 Singh, Pankaj., Suryavanshi, R., Sailu, S., Vindal, V., Kondapi, AK., Rathore, RS., 
(2010) , HIV Information REsources (HIRE): An Integrated Knowledgebase for 
Immunodeficiency Viruses , Proceedings of 2010 First International Conference on Cellular, 
Molecular Biology, Biophysics and Bioengineering (Volume 3), ,,,. 
7 Venkataramana, Musturi., Vindal, Vaibhav., Kondapi, Anand K., (2009) , Emergence of 
swine flu in Andhra Pradesh: Facts and future , Indian journal of microbiology, 
Springer,49,4,320-323. 
6 Vindal, Vaibhav., Kumar, Enjapoori Ashwantha., Ranjan, Akash., (2008) , Identification 
of operator sites within the upstream region of the putative mce2R gene from mycobacteria , 
FEBS letters, No longer published by Elsevier,582,7,1117-1122. 
5 Vindal, Vaibhav., Suma, Katta., Ranjan, Akash., (2007) , GntR family of regulators in 
Mycobacterium smegmatis: a sequence and structure based characterization , BMC genomics, 
BioMed Central,8,1,289. 
4 Vindal, Vaibhav., Ranjan, Sarita., Ranjan, Akash., (2007) , In silico analysis and 
characterization of GntR family of regulators from Mycobacterium tuberculosis , Tuberculosis, 
Churchill Livingstone,87,3,242-247. 
3 NMITLI-BioSuite Team., (2007) , BioSuite: A comprehensive bioinformatics software 
package (A unique industry—academia collaboration) , Current Science, Current Science 



Association,,,29-38. 
2 Yellaboina, Sailu., Ranjan, Sarita., Vindal, Vaibhav., Ranjan, Akash., (2006) , 
Comparative analysis of iron regulated genes in mycobacteria , FEBS letters, ,580,11,2567-
2576. 
1 Ranjan, Sarita., Seshadri, Jayshree., Vindal, Vaibhav., Yellaboina, Sailu., Ranjan, 
Akash., (2006) , iCR: a web tool to identify conserved targets of a regulatory protein across the 
multiple related prokaryotic species , Nucleic acids research, Oxford University 
Press,34,suppl_2,W584-W587. 


